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"Version with Tn arkina.s to show chanaes^^ 

2. (Amended) Ayyay The array- according to claim 1, 
which comprises at least 1 0-r-p^r^f^ ably uL l east ^^&y-mor^ 
prcfu.i.al.li( 1000 different nucleic acid sequences bound to the 
carrier . 



3. (Amended) Ajn^a y The array according to claim 1 
oi^, in which each of the different nucleic acid sequences is 
bound to the carrier in such a way that it is attached to, and 
corresponds with, a distinct part of the carrier, so as to 
form an independently detectable area of the array. 

4. (Amended) ferray-The arrax" according to any ._,£ 
the pi.uu«eaiiiy claims, si^im^ in which the density of the 
different nucleic acid sequences bound to the carrier is in 
the range of 1-100,00 different sequences/cm^ ^^^r^^^i^ 5- 
10,000 air f c i- ^ iiL u^q^^uc^s/u. » ^ mora pr iirii.i. al, 1 y bctu cc u 10 ICQQ 



5. (Amended) Aroray The array according to any-trf 
tho pi.^ct.J ii - iC | ulaimt., alairn_l in which restriction fragment 
sequences present in the nucleic acid sequences bound to the 
carrier have a size of 10 to 1200 nucleotides, and may 
optionallY include partial nucleotide sequences obtained by 
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restricting the restriction fragments generated from the 
starting genomic DNA and/or cDNA with one or more further 
restriction enzymes, and/or de novo synthesized 
oligonucleotides based thereon and/or derived thereof. 

6. (Amended) Arr^y The!....a.rray according to any u£ 

the pj.%ioadiiiy el aims , claim 1 in which the restriction 

fragments have been derived from genomic DNA, and in which at 
least 50% , p r cf ^j. ^L>l y l^^^ L 7 0 %, m ^j.e pr ui £fc .j. ably at leai ^L 

se%r of the nucleic acid sequences bound to the carrier 
comprise the sequence of a restriction fragment that 
corresponds to an AFLP-marker. 



O ^- (-^^ended) feiryay....The,, array according to claim 6, 

P comprising a plurality of AFLP-markers taken from a single 
individual or from a group of related individuals. 

8. (Amended) Aarray The array according to claim 6 
oi-^, comprising several sets of AFLP-markers, in which each 
set comprises one or more markers taken from a single 
individual, wherein said sets of one or more markers have been 
taken from individuals belonging to a group of related 
individuals . 
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9. (Amended) ftarxay. ,The,..a.rrav according to any ur 
claims C-8,sli,irn^ in which the AFLP-markers have been taken 
from individuals belonging to the same species of plant, 
animal or microorganism. 

10. (Amended) Ainrav The arraxr according to any-of^ 
claims 7 9, £l aim 7 in which the AFLP-markers have been taken 

g from, or are representative for, different subspecies, 
J varieties, cultivars or races of the same species. 

g 11. (Amended) Arra^ Sm^ESaY according to claim 9 

oir-ie, in which the AFLP-markers have been taken from plants 
E i^^'^l^^^i■iiy but. u^L liitiiLed Lu . g.'j?:.lec.te,d 

consistincf of wheat, barely, maize, tomato, pepper, lettuce or- 
and rice. 



yj 



12. (Amended) ^^^^^^^y-T^^a^r^ according to ^ny-^ 
claims C 9,el^^^ in which AFLP-markers have been taken from 
the human genome. 



13. (Amended) Airy^y-^x^t^^ dirxg tu-~aTty--o^— tr3: 



12, ana il l pa-LLluulaj. The array- according to claim 12, in 
which the AFLP-markers are representative for the presence, 
the absence or the state of a genetically determined or 
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influenced disease. 



14. (Amended) Array The... array; according to any or | 
cilaiius l-5,slai2^ in which the restriction fragments have | 
been generated from one or more cDNAs , 



15. (7\inended) Method for providing an array of 
nucleic acid sequences bound to a carrier^ in p aj. L loLH ai. au 
arraj^ aec ordiuy Lu aii^ L >r pj-^^^^lug .claims, comprising the 
steps of: 

a) identifying an AFLP-marker ; 

b) providing a nucleic acid sequence that comprises a 
,|| restriction fragment sequence corresponding to said AFLP- 
marker; 

c) attaching the nucleic acid sequence to the carrier; and 

d) repeating steps a) to c) for different AFLP markers to 
build up an array. 

16. (Amended) Me-tttod^Th^^^^^^y^^ according to claim 
15, comprising the steps of: 

a) identifying a polymorphic band in an AFLP-f ingerprint ; 

b) isolating a nucleic acid sequence from said polymorphic 
band; 

c) optionally further amplifying, purifying and/or modifying 
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the nucleic acid sequence; and 

d) attaching the nucleic acid sequence to the carrier-^ 

e) repeating steps a) to d) for different polymorphic bands to 
build up an array. 

17. (Amended) Met hod A method for providing an 
array of nucleic acid sequences bound to a carrier-r~±n 
partluiul ar ah aj.i.ay aoouj.aiiig Lu any u£ Lliti pr c o u diiiy ulalius , 

comprising the steps of: 

a) providing a nucleic acid sequence that comprises at least 
one restriction fragment that has been derived from at least 
one cDNA 

b) attaching the nucleic acid sequence to the carrier; and 

c) repeating steps a) and b) for different cDNA-derived 
restriction fragments to build up an array. 

18. (Amended) Meth i-» d __The inethori according to claim 
17, comprising the steps of: 

a) analysing at least one cDNA using AFLP-methodology to 
provide a cDNA-AFLP fingerprint, said fingerprint comprising 
at least one- , and ut . ually a plurali t y, of bdiiida . band; 

b) isolating from at least one of said bands at least one 
nucleic acid sequence; 

c) optionally further amplifying, purifying and/or modifying 
the nucleic acid sequence; 
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d) attaching the nucleic acid sequence to the carrier; and 

e) repeating steps a) to d) for different bands and/or for 
different cDNAs to build up an array. 

19. (Amended) A«ray . An arra y, obtain^blt. c?btaine^d by the 
method of any of claiiub 15 - i e cl.a im 15. 

20. (Amended) Method for analysing a nucleic acid 
sequence or a mixture of nucleic acids sequences, comprising 
contacting said nucleic acid or mixture under hybridizing 
conditions with an array according to any u£ ulain^^ 1 14 oj. 19 
or ubLA liiud dceordliiy Lu the lutdLliod u.r any u£ ulalma 15 10 
claim 1 . 

21. (Amended) Medrhoct-The methoH according to claim 
20, in which the nucleic acid sequence or mixture is suspected 
to comprise at least one sequence that corresponds to a 
restriction fragment sequence present in the nucleic acid 
sequences pr^^^nL in Ll.^ arr a y, aiui.^ speciri^^lly L u .^i. AFLP- 
"^J- ' k«ar present in the array. 

22. (Amended) MeH=hogi The method, according to claim 
2 0-or 21, in which the nucleic acid sequence or mixture 
comprises mAT~±Tr--^yB:x±±rya±^ T gcnuiul^ D IJA u .r--a- 
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restiiiu Liuii rj.aymfe.uLs dfa - rived Tj-u i ii yenuxulc DMA . 



23. (Amended) Merbhoct-The metihori according to any-o^ 
clairuu 20 22, ^gim^ in which the nucleic acid sequence or 
mixture comprises a mixture of restriction fragments obtained 
by restricting a genomic DNA with the same frequent cutter 
restriction enzyme and rare cutter restriction enzyme as used 
in generating the restriction fragment sequences present in 
the array. 

24. (Amended) Method The msthod according to any o£ 
claims 20 23, in claj^m_20__in which the mixture of restriction 
fragments contacted with the array has been amplified prior to 
hybridisation with the array. 

25. (Amended) Me1:iTOd..jr.he,..me.thod according to claim 
23-ort4^ in which the mixture of restriction fragments has 
been amplified using AFLP , pr u f u-L ^bly usiny Lh.^ baiu. , 
(■seleuLiv c) pj.liu«j.s used in yeiiej.diLiiiy Lhe J.tis tJ.ioLiuii 
fray u ieiitj. afa!qufaincfa!.t> pj-wseiiL in Lhe ai.j.A^ . 

26. (Amended) Me^Act=d-The method according to 
claiiuB 20- 25, pi-i.rei.aLl^ u^iixy an aj.j.aj^ au L.ui. diu y Lu aii^ ui 
claim>> C 13, claim 2 in which the nucleic acid sequence or 
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mixture of nucleic acid sequences contacted with the array has 
been derived from an individual related to the individual ( s ) 
from which the AFLP-markers present in the array have been 
taken . 



27. (Amended) Method -The method, according to claim 
2 6, in which the individual from whom the nucleic acid 
O sequence or mixture of nucleic acid sequences has been derived 
m belongs to the same species as the individual ( s ) from which 
H the AFLP-marker (s) present in the array have been taken. 



28. (Amended) MfaiLhod The„.mei,th.od according to claim 
21, Lu whleh^.wher^ an array ac ou j-dlng Lo claim 11 is used to 
analysfc. analyze, a nucleic acid sequence or_a mixture of 
nucleic acid sequences derived from plants i.nciluain< j buL no L 
lintLLea Lo .selected.. from the ^^^roi^^ng i s ting of wheat, 
barley, maize, tomato, pepper, lettuce or rioe. 
, and rioe ; 

wherein t.h^ array com prises a carrier a nd afc l^^a.^^- 
two different nucltaici a«ld sacm^ nces bound to said carri^y . 
wherein each of the nucli:>ic aexd « ecmene^<=! eomPI^isag at 
one nucleic acid secmencQ that aorrosponds t^ the secni^n^^ 
a restriction fragment ohtained reatrtfintincf a.t l^ast one 
member of the grouia Gansx^f.ina of a g e nomic DNA and at 

19 



In re I. A. No.: PCT/NL99/00743 

In re Serial No.: 09/857,408 (Nationalized) 

one cDNA. with at least one frequent cutter jcestrictlon enssvm^ 
and at least on rare gutter restriation enzvmej_ 

wherein the restricstion fragments hav^e been derived 
from genomic in which at least 50% of the nucleic acid 

sequences bound to the carrier comiprise the sequence of a 
restriction fragment that corresi^onds to an AFLP -marker taken 
from individuals belonging to the same sisecies of "planjt^ 

29. (7\mended) Kit of parts comprising an array 
according to any of claims 1 14 or 19, claim . 1 and optionally 
other components for use with the arrayT — s u eh as s e 1 e .feed , jr ^^^^^ 
the grou^ consisting of restriction enzymes, polymerase ( s ) , 
adapters, primers, buffers, nucleotides, labels or .„arjd other 
detection agents, containers/packaging and manuals. 

30. (Amended) Non-processed or processed results or 
data obtainable by analysing a nucleic acid or mixture of 
nucleic acids with an array according to any o£ cl.£iims 1 14 ur 
i^"?^ — or by a method According to any of claims 20 - 28, — for 
instance fflaim 1 in the form of an image, of a score, of 
digital or analog data, optionally stored on a suitable data 
carrier-7 including paper- — p h o t o g rapterc —f i - l m , — c o mputer — d isc or 
files , — ox — ars — a database . 
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